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The authors regret that in Figure 3C, the Western Blot (WB) image representing GAPDH levels was mistakenly chosen as the
same image for ERK (indicated by the red dotted-line rectangle). We have attached the original WB strip for GAPDH to
demonstrate that this was an unintentional error in image selection. Additionally, we noticed that the Transwell images in
the two upper panels of the right column in Figure 4J are misleading due to errors in image selection. We have attached the
original data to show that this was also an unintentional error. We assure you that these two corrections do not alter the
scientific conclusion of the article.
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Figure 3C in journal publication
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Corrigendum

Original WB strips for Figure 3C
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Figure 4J in journal publication
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Corrigendum

Requested correction for Figure 3C

A CYY292 PD173074 CYY292 PD173074 B IGFAP/DAPI IGFAP/DAPI
(uM) 00.10.30.51.02.02.0 (uM) 00.10.30.51.02.02.0 . z
- Q@ o
pYB53-FGFR1 [ BT o [ - -] 2 K
FGFR1|:':: a‘:-!; - 1| = >
S473-AKT - e ——— — —_ N
e . &
. . S ———— — >-
AKT; enls | 2 g s
PT202/Y204- P e __|3 ._._._._‘__\_I
ERK|™==S="S == D W S S S s &l
(oo s s | [ - - - | g 2
ERK o a
GAPDH | ae aa ae wm w  om| [ —— < X
C D F G
Veh FGF2 (100 ngiml) JRL '+ PFGFRIFGFRI Veh FGF2 (100 ngimi) 155 4 PFOFRIFGRI GFR1/DAPI
CYY292(uM) O 0O 0.5 1.0 2.0 g CYY292(uM) 0 0 0.5 1.0 2.0 g ®
pY653-FGFR1 | I & 3 pY653-FGFR 1 [0 S 7 I AT C 8
s s . [
g g o5 2
= R & L
' PS473-AKT [ T e wlr——— % =~ 2
. 2 * PAKT/AKT - 2.0+ o PAKTIAKT 5
2 R e
FRT I pT202/Y204- e ; : :
H 1.0{-- W o . R | - froje= T 1 o
— & * = s O
- e — gO»SW % @ ERK | == = e 30-5’ <I>f %
GAPDH | s s s s S cwzaz?;]v T s 10 20 GApDchm.ﬂa?,' = = o5 10 20 bl o7
FGF2 - + o+ o+ FGF2 + + 6
LN229 U87MG s
H LN229 Us7MG 1.5 LN229 J /DAPI/Merge K /DAPI/Merge
s *Vehicle « CYY292(0.5uM) CYY292(1uM) CYY29?
CYY202uM)_0_05 10 20 0 05 10 o Poale A ow o
prase-Frs2a [ IURIRREN | B ;= (R (-
e 3 E os i
pS473-AKT [ IR 0T T 3
ool b LIl 1L L
PSO-GSKIP| M o m wa o o zn Tt
GSK3p| e s - 15, usTMG ien
~ o = Vehicle - CYY292(0.5uM) CYY292(1puM)
Slug [ e wwe s o s £ ool W B o
s z ME « ’
Snail | s - | - g 7 . o UM 0 051020 uM 0 05 1.0 2.0
5~aCtinl — — — 7 | I ———— — — E . Vimentin | SFS we w VlmentFn S—
o0l . AL U P-actin | me = = = B-actin | = w= —w |
Slug  Snail  Zeb1  Twist LN229 Us7MG



Y. Bi et al.

Requested correction for Figure 4J
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The authors would like to apologise for any inconvenience caused.
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